Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.056; wR factor = 0.159; data-to-parameter ratio = 16.0.
Related literature
For related literature, see: Liu et al. (2002) .
Experimental
Crystal data 
Data collection
Bruker APEXII area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97.
D-HÁ
The crystal structure of the title compound (I) is characterized by alternating molecules of 7-oxabicyclo[2.2.1]heptane-2,3-dicarboxylic acid and 2-aminobenzothiazole, linked by N-H···O and O-H···O hydrogen bonds. The centrosymmetric dimer composed of two 2-aminobenzothiazole and two acids is generated by bifurcated hydrogen bonds of amino group of 2-aminobenzothiazole and the acid component (N1-H1B···O4 and N1-H1B···O5, O3-H3···N2 and N1-H1A···O1).
These dimers are connected into a chain by hydrogen bonds O2-H2···O4. Furthermore, there are short distances [centroid separation of 3.4709 Å and interplanar spacing of 3.4374 Å] between the benzothiazole-ring planes and the symmetry-related planes at (-x + 1,-y + 1,-z; -x + 1,-y + 2,-z) of adjacent chains, implying π···π interactions (Fig. 2) . In the molecule, the conformation of 7-oxabicyclo[2.2.1]heptane ring is discussed as follows, the six-membered ring adopts a boat conformation and the two oxygen-bearing five-membered heterocycles are in an envelope conformation.
Experimental 7-Oxabicyclo[2.2.1]heptane-2,3-dicarboxylic anhydride and 2-aminobenzothiazole were dissolved in acetonitrile and the mixture was stirred for 2 h at room temperature. The precipitate has been proved to exhibit anticancer activity. However, colourless crystals of (I) were obtained in the filtrate after several days, unexpectedly.
Refinement
The structure was solved by direct methods and successive Fourier difference synthesis. The H atoms bonded to C and Natoms were positioned geometrically and refined using a riding model [aromatic C-H 0.93 Å, aliphatic C-H = 0.97 (2) Å and N-H = 0.86 Å U iso (H) = 1.2U eq (C)]. The H atoms bonded to O atoms were located in a differenceFourier maps and refined with O-H distance restraints of 0.85 (2) and U iso (H) = 1.5U eq (O). 
